[Further genetic analysis of mink serum Lpm-allotypes].
The results obtained by testing 3127 mink sera as well as the analysis of families completely confirmed that the Lpm allotype system of very high density proteins is under genetic control, as postulated earlier. The polymorphism of the first five allotypes is due to the genetic units Lpm1, Lpm4, Lpm1,2, Lpm3,4 and Lpm2,4,5, which behave as Mendelian alleles. The data obtained suggest the existence of an additional gene, LpmX, which, in the homozygous state, determines a very rare phenotype, negative for the first five markers.